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Genus Phylum Clinical Status In\(/j;?j;or P value Indicator Sp@CiGﬁ
Sporanaerobacter Firmicutes Metritis 96.5 0.0002 s | ] ] o 'IA ]
Bacteroides Bacteroidetes  Metritis 94.2 0.0002 ¥ S
Porphyromonas Bacteroidetes  Metritis 80.1 0.0008
Tissierella_Soehngen Firmicutes Metritis 79.1 0.0002 L . _ X ~ AL
Peptostreptococcus Firmicutes Metritis 77 0.0004 R v 15X
Peptococcus Firmicutes Metritis 76.7 0.0002 . 114~ 1 . X I—A'|
Fusobacterium Fusobacteria  Metritis 75.2 0.0002 BacteroidesA
Parvimonas Firmicutes Metritis 718 0.002 PorphyromonasA
Arcanobacterium Actinobacteria  Metritis 69.8 0.0002 FusobacteriumA
Campylobacter Proteobacteric ~ Metritis 67.9 0.0006 Tissierellaceaespp. A
Veillonella Firmicutes Metritis 67.3 0.004
ph2 Firmicutes Metritis 62.1 0.0004
Parabacteroides Bacteroidetes  Metritis 619 0.039
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60-70DIM 210 '9%7 NIN"1 — 0'V"VNITAN

Clincal Indicator

DIM P value
Status value

Alkalibacter Firmicutes 60-70 CEM 61.2 0.004
Cellvibrio Proteobacteria 60-70 CEM 69 0.001
Garciella Firmicutes 60-70 CEM 56.6 0.022
Lutispora Firmicutes 60-70 CEM 86.7 0.003
Marinobacter Proteobacteria 60-70 CEM 59.2 0.007
Peptostreptococcus  Firmicutes 60-70 CEM 53.3 0.048
Prevotella Bacteroidetes 60-70 CEM 65.1 0.005
02d06 Firmicutes 60-70 CEM 61.2 0.026
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Future directions

AMetritis

AHost-pathogen interactions

ACompare healthy cows with “Metritis-like” bacterial community to
metritis cows

Alsolate and studynetritis associated bacterial species

ACEM
ACow uterine gene expression
AStudy specific possible pathogeesyPeptostreptococcus




